T-DNA insertion mutants of AtFTRc were confirmed by PCR using primers mFTRF/mFTRR/T1. 
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The generation of transgenic tomato roots expressing AtNTRc-mCherry. Nam & Li (2004) . However, the amino acid sequence analysis showed that the protein contain a 5-hydroxyisourate hydrolase domain, not contain DUF290 domains. Therefore, it should be transthyretin-related protein (TRP), namely AtTRP. In addition, CbTTL, CeTTL and BmTTL were listed as CBR-TTR-41, TTR-41 and BM-TTR-41 in the NCBI database, but the amino acid sequence analysis showed that these proteins contain a DUF290 domain, not contain a 5-hydroxyisourate hydrolase domain. Therefore we renamed them as CbTTL, CeTTL and BmTTL, respectively. 
Methods S1 Protoplast isolation and transformation
Adapted from Lee et al. (2013) 5. Centrifuge at 100 g for 10 min in a swinging-bucket rotor, discard the supernatant, and add pre cool 10 ml W5 buffer (154 mM NaCl, 125 mM CaCl 2 , 5 mM KCl, 5 mM MES, pH 5.6) wash three times.
6.
Keep the protoplast at 4C for 1h;
7.
Centrifuge the protoplast at 53g for 5 min, and discard the W5 buffer, and add 200 μl MgMg buffer (400 mM mannitol, 15 mM MgCl 2 , 5 mM MES, pH 5.6); 8. Add 30 μg of plasmid DNA into the protoplast; 9. Add 150 μl of PEG buffer (400 mM mannitol, 100 mM CaCl 2 , pH 5.6, and 40% PEG-4000) into the protoplast, and mix gently; 10. Incubate at 28C for 30 min; 11. Add 5 ml W5 buffer to wash three times; 12. Add 2 ml W5 buffer and resuspend the protoplast; 13. Incubate at 28C for 16-24h.
Methods S2 The generation of constructs used in Protoplast transformation
AtNTRc was PCR amplified using the primers NTRcF/ NTRcR, mCherry was PCR amplified using the primers RFPpbiF/ RFPpbiR. The pBI121 vector which was digested by Xba I/ Sac I. 2 μl PCR product of AtNTRc, 2 μl PCR product of mCherry and 1 μl digestion vector were combined together, and add 5 μl pEASY-uni seamless cloning and assembly mixture (Transgen biotech Co., Beijing, China). MjTTL5 and AtFTRc were PCR amplified using the primers TTLuniF/ TTLuniR and FTRuniF/ FTRuniR. The pGFP vector was digested by BamH I. 2 μl PCR product of MjTTL5 or AtFTRc, 1 μl digestion vector were combined together, and add 3 μl pEASY-uni seamless cloning and assembly mixture, incubate at 50C for 30 min, then transform into the DH5α competent cells. The scheme of the constructs were showed in the Fig.   S16 .
Methods S3 The generation of transgenic tomato roots expressing

AtNTRc-mCherry
Adapted from Ron et al. (2014) cefotaxime; incubate at 28C until roots grow; Once roots are at least 1.0 cm long, roots were excised from the cotyledons and transfer to selection plate (B5 + 3% sucrose + 500 mg l -1 cefotaxime + 35 mg l -1 kanamycin).
5. The expression of AtNTRc-mCherry in tomato roots was confirmed by fluorescence microscope observation.
